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3 <110> APPLICANT: YLIHONKO, Kristiina \ 

4 RAETY, Kai 

5 HAKALA, Juha 

7 <120> TITLE OF INVENTION: THE GENE CLUSTER INVOLVED IN ACLACINOMYCIN BIOSYNTHESIS, AND 
ITS USE FOR 

8 GENETIC ENGINEERING 

10 <130> FILE REFERENCE: 1574/49884 
C--> 12 <140> CURRENT APPLICATION NUMBER: US/09/830 , 994 
C--> 12 <141> CURRENT FILING DATE: 2000-09-25 

12 <150> PRIOR APPLICATION NUMBER: PCT/FIOO/008 1 9 E 

13 <151> PRIOR FILING DATE: 2000-09-25 C 
15 <160> NUMBER OF SEQ ID NOS : 16 
17 <170> SOFTWARE: Patentin version 3.0 

19 <210> SEQ ID NO: 1 

20 <211> LENGTH: 662 

21 <212> TYPE: PRT 

22 <213> ORGANISM: Streptomyces galilaeus 
24 <400> SEQUENCE: 1 
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He 


Gly 


Glu 


Leu 


Arg 


Val 


Phe 


Thr 


Ser 


Ser 


Phe 


Gly 


Val 


Pro 


336 


145 










150 










155 










160 


338 


Pro 


Pro 


His 


Pro 


Ser 


Ser 


Phe 


Arg 


His 


Asp 


Ala 


Arg 


Leu 


Gly 


Gly Gly 


339 










165 










170 










175 




341 


Ala 


Leu 


Leu 


Asp 


Val 


Gly 


Val 


Tyr 


Pro 


Leu 


Arg 


Ala 


Ala 


Gin 


Leu 


His 


342 








180 










185 










190 






344 


Leu 


Ala 


Gly 


Glu 


Leu 


Asp 


Val 


Leu 


Gly Ala 


Cys 


Leu 


Arg 


Val 


Asp 


Glu 


345 






195 










200 










205 








347 


Ala 


Thr 


Gly 


Val 


Asp 


Val 


Ala 


Gly 


Ser 


Ala 


Leu 


Leu 


Ser 


Thr 


Ala 


Thr 


348 




210 










215 










220 










350 


Gly 


Val 


Thr 


Ala 


Gin 


Leu 


Asp 


Phe 


Gly 


Phe 


Gin 


His 


Ala 


Tyr 


Arg 


Ser 


351 


225 










230 










235 










240 


353 


Val 


Tyr 


Ala 


Leu 


Trp 


Gly 


Ser 


Arg 


Gly Arg 


Leu 


Ser 


Val 


Pro 


Arg 


Ala 


354 










245 










250 










255 




356 


Phe 


Thr 


Pro 


Pro 


Arg 


Glu 


His 


Arg 


Pro 


Val 


Val 


Arg 


He 


Glu 


Gin 


Gin 


357 








260 










265 










270 






359 


Asp 


Arg 


Leu 


Thr 


Glu 


Val 


Thr 


Leu 


Pro 


Ala 


Asp 


His 


Gin 


Val 


Gly Asn 


360 






275 










280 










285 








362 


Ala 


Leu 


Asp 


Ala 


Phe 


Ala 


Ser 


Ala 


Val 


His 


Ser 


Glu 


Thr 


Val 


Arg 


Ala 


363 




290 










295 










300 











Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 

*° ^"^"'■^ ^^^^ 3 corresponding explanation is presented in the <220> to 
<Z23> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/830 , 994 



DATE: 06/07/2001 
TIME: 09:22:22 



Input Set : A:\DES.txt 

Output Set: C:\CRF3\06072001\l830994.raw 



L:12 M:270 C: Current Application Number differs, Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:1168 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:14 

L:1472 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:15 
L:1485 M:220 C: Keyword misspelled or invalid format, <213> ORGANISM for SEQ ID#:16 
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